
The International “Language Phylogeny Poster” (LangPP) Project:   
Teaching Tools for a First Overview on the Evolution of Languages

Abstract. The “Language Phylogeny Poster” (LangPP) project (Family Trees of Languages) is a series of three educational 
posters based on recent work in historical linguistics – the study of the evolution of languages – using, among others, the same 
phylogenetic methods commonly applied in the life sciences (population genetics, Bayesian inference, etc.). The posters feature 
trees created by applying Bayesian phylolinguistic methods. They illustrate the origins and relationships of the most-spoken 
languages worldwide and list the respective scripts currently in use, the number of speakers, and the countries where the 
languages are spoken. The unique didactical concept has been adopted from a highly acclaimed similarly successful educational 
poster project in the life sciences. The series by a team of international authors is freely accessible online on ResearchGate, 
currently in 16 languages. 
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Languages are dynamic, they evolve, they change, they are 
interrelated, and they borrow from each other. According to 
Ethnologue [1], there are currently 7139 languages, grouped 
in 142 language families, spoken today. Their relatedness and 
common roots can be traced back in time. This is the domain of 
historical linguistics – a strongly interdisciplinary field, involving 
complex modern methodologies from linguistics, anthropology, 
archaeology, and human genetics. 

 During the past two decades, new computational tools for 
processing large amounts of data have provided new means for 
combining traditional methods in historical linguistics research 
with modern methods of phylogenetic analysis and molecular 
genetic methodologies (using Bayesian inference a.o.). Bayesian 
phylogenetic methods are standard in phylolinguistics to estimate 
the timeline and the degree of relatedness of languages, their 
potential common origins and possible reticulations. 

 Family trees illustrating evolutionary relationships are commonly 
used in publications, posters, and wallcharts for educational 
purposes [2]. As effective teaching tools, such posters are 
commonly employed in the biological sciences, but equally useful 
to show interrelationships among languages.  

 The Language Phylogeny Posters (Family Trees of Languages) 
are a set of three educational posters that serve as teaching 
tools in historical linguistics, cultural anthropology, and human 
population genetics studies. They provide clear, visually appealing 
overviews focussed on the relationships among the major world 
languages by the current state of research. The concept was 
inspired from a similar, well-established series – the “Plant 
Phylogeny Poster, PPP” project – a portfolio of 43 educational 
posters, currently available in 35 languages and involving a team 
of more than 160 collaborators from all around the globe [2]. 
These posters are extensively used worldwide. Handling a growing 

number of languages and their respective scripts in the PPP led to 
expand the poster project into the field of phylolinguistics.

  The portfolio of the “Language Phylogeny Poster” project consists 
of three A0-size posters encompassing the major language families 
of the world: Part I: Indo-European [1,3,7-14]; Part II: American, 
Transeurasian, Sino-Tibetan, Hmong-Mien,  Kra-Dai, Austro-
Asiatic, Austronesian [1,4,11,15-21]; Part III: African, Dravidian, 
Uralic, Caucasian, Afro-Asiatic [1,5,11,22-31]. The three posters 
are currently available in 16 languages (English, German, French, 
Italian, Spanish, Portuguese, Greek, Turkish, Arabic, Russian, 
Ukrainian, Polish, Chinese, Korean, Thai, Japanese). All posters 
are freely available online via ResearchGate under the CC-BY 
copyright license and updated regularly [6]. 

 Each poster presents a hypothetical tree with a selection of  
53 living languages and language families (generally with 
>100,000 speakers); these are either single ISO 639-3 coded 
languages if not specifically marked as macrolanguages (ML) or 
language families (F). Macrolanguages are defined as comprising 
individual languages that are closely related and deemed in 
some usage contexts to be a single language [1]. The number of 
individual languages included in a macrolanguage or language 
family is given in each case. Also listed are the respective scripts in 
use, the number of speakers worldwide (followed by the number 
of first language speakers L1 if differing grossly from the number 
of speakers worldwide), and the countries in which the languages 
are spoken. All figures are approximate and rounded. 

 The phylogenies presented in the posters are assembled from 
data extracted from the sources listed in the references given in 
the footnotes of each poster; branch lengths are deliberate, not 
expressing the actual time scale. The statistical data are chiefly 
taken from ‘Ethnologue’ [1].
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